Biotechnology

IntRa-Q Software Manual

You can get the results in a practical way with the help of our special IntRa-Q Software.

Step 1: After the run, firstly please adjust the baseline threshold values to 1000 for each dye (Figure 1 -2).

l7iData Analysis - Experiment-11_02262019.pcrd =) 4
File Wiew | Seftings Esport  Tools % Plate Setup - ';, ;Fluorophore 'V_] ?
@ Quantificatic E:DRtErHraton:HoHe ' End Paint | Allelic: Discrimination | k_!; Custom Data View _ ac | ﬁ Fiun Inlormation;
——— | Paseline Setting
Analysis Mode
[ cycles to Analyze. ..
FTIRE S
Bazeline Threshald... Mo wells designated as Sample Type standard.
s L 2
& . Flate Setup
fp et |
= Include All Excluded Wells
=
2 LR SR v Mouse Highlighting
Restore Default Window Layout
Dk v o — r— e — e ———
0 f— ; ;
o 5 10 15 20 25 30
Cycles [] Log Seale
Step Mumber; ’3 v1
a1
5 B 7 3 q 10 11 12 Well O Fluor &) Target O Content O Sample | Cq § =
i iE if | 1| | A0z FAM Unkn Sample 9 21,27 =
| B Faibd Unkn Sample 2 2398
|Boz FamM Unkn Sample 10 2232
| cm Faibd Unkn Sample 3 24,23
coz2 FamM Unkn Sample 11 093]
_DU‘I Féshd Unkn Sample 4 2366 |7
Doz FAk Unkn Sample 12 N2
| EM Fard Unkn Sample 5 2340
(E02 Famd Unlkn Sample 13 2273
| F Fam Unkn Sample & 23.80
(FO2 Fam Unkn Sample 14 24,05 g
c Caid o P 114
[EN| Il

:Campleted- ?Scan Mode: All Charnels | Plate Type: BR White EAnaIysis Made: Baseline Subtracted Curve Fit

Figure- 1

SNP Biotecnology R&D Ltd. e Hacettepe Technopolis - Ankara / Turkey

Phone: +90 312 2992328 « Fax: +90 312 2992348 e www.snp.com.tr e info@snp.com.tr




Biotechnology

Completed

| Scan Mode: All Channels | Plate Type: BR Clear | Baseline Setting: Baseline Subtracted Curve Fit

Figure - 2
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Step 2: Export the data files from run file to a folder as Excel 2013 format. Export > Export All Data Sheets > Excel
2003 (*.xls) (Figure — 3).
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Step 3: Click to IntRa-Q Software icon to open the software. Choose the parameter you want to analyze. For this
example, SMN1 Exon 7 (Figure - 4).
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Step 4: Select the daha file from the folder you saved and click the open (Cq Results files) (Figure 5 - 6).
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Step 5: The results will be automatically appeared on the screen. Gray: Wild-Type, Red : Carrier State, Black:

Homozygous Deletion, Yellow: No DNA, Blue: Repeat. You can save all the results as pdf file by clicking "“Report”
(Figure - 7).
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Step 6: Choose the other parameter you want to analyze. For this example Exon 8. Repeat the steps from step 4

(Figures 8 -9 -10).
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